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WHAT IS CODA?

CODA is a one-stop solution research
centre for Omics data analysis. This
centre provides consultation and
assistance an high-throughput data
analysis that is associated with systems
biology.

WHAT DO WE DO?

Since quantitative research and data
analysis are becoming increasingly
important for multidisciplinary research
of systems biology, CODA offers methods
and consultation to clients covering data
analysis and data interpretation.

+803 8921 4560
coda@ukm.edu.my
https:/fwww.ukm.my/inbiosis/en/coda/
Institute of Systems Biology (INBIOSIS)
Universiti Kebangsaan Malaysia

43600 UKM Bangil, Selangor Malaysia
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CENTREOF OMICS DATA
ANALYSIS
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CODA Genomics & Transcriptomics
provides NG5S data analysis that
starts from the processing of raw

data, transcriptome assembly

[referenced or de novo), functional

annotation, and differentially
expressed gene (DEG) analvsis.

Pricing details

TYPE OF ANALYSIS
Transcriptoms analysis

Pra-processing of raw data
Transcriptame assembly (Referenced / de nawa)
Diftarentinl Exprassion analysis
Functional Annotation
Downstream analysts (Molecular markes pradictiong
SNP/SSH)

AM 200 / 5 Gbp raw sequence
data

CODA Proteomics undertakes this
endeavour by streamlining proven
and meticulous data analysis
workflow for single protein
identification as well as large-scale
(shotgun) proteomics to cater raw file
processing from various
instrumentations and experimental
complexity.

Pricing details
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CODA Bioinformatics service is
provided for users with their own
data and the scope depends on users'
requirements. Services range from
sequencing analysis, protein
structure prediction, protein-protein
interaction, and gene network
analysis to the development of
biclogical databases from various
omics data.

Pricing details

TYFE OF ANALYER CHARGES
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CODA Metabolomics provides a
comprehensive samples-to-result
service for pre-existing analytical

services at INBIOSIS, namely LC-TOF-
MS, GC-MS, HPLC and FTIR. We also
welcome users with their own
datasets that need consultations or
further analyses.

Pricing details

TYPE OF ANALYERS CHARGES
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Data anal

This analysis contributes towards
a holistic understanding of
metabolomics through the

profiling and quantification of
primary and secondary metabolites
in the samples.



